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Since the development of genome sequencing, a high potential 
was seen in the benefits of a better understanding of the molecular 
mechanisms underlying life. Through the technological advances 
not only more genomic data are produced, but also new scientific 
questions can be addressed, regarding the relationship of individuals 
within larger populations. Understanding both the variation between 
individuals (diversity) and the change in populations over time 
(dynamics) are essential to fully comprehend biological systems.

In the joint graduate program of Bielefeld University (Germany) and 
Simon Fraser University (Vancouver, Canada), we will train young 
academics to be able to develop methods of high importance for the 
practical analysis of genome diversity and dynamics. This encompasses 
research in five main areas: 

Both Bielefeld University and Simon Fraser University are young, 
research-oriented universities among the leading institutions in 
their countries with respect to the development of bioinformatics 
algorithms and software.

Contact
didy@uni-bielefeld.de
www.didy.uni-bielefeld.de
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Prof. Dr. Jens Stoye

Scientific Management
Dr. Roland Wittler

Spokesperson at Simon Fraser University
Prof. S. Cenk Sahinalp, Ph.D.
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Data management
Basic storage and retrieval

Interpretation III
Methods for interactive analysis

and visualization

Interpretation I
Algorithms for analysis of 

sequential data

Interpretation II
Algorithms for analysis of 

structural and network data

Scale-up call
Enhancing computational capacity



www.uni-bielefeld.de

Computational Methods for 
the Analysis of the Diversity 
and Dynamics of Genomes

StartingOctober 2013German-Canadian 
International Research Training Group


